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RNA Sample Information Form
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Sending Sample

Quote Number

NV

Transportation condition

m Dry Ice (From Nippon Genetics Co., Ltd. to Novogene )

CIKTENS /Service Menux

NS> ROUT ~— L@
Transcriptomics *

[J LncRNA-Seqgf##fr / Lnc RNA-seq
[J Small RNA#Z#T / Small RNA-Seq

m mMRNA-Seqgfi##T / Eukaryotic mRNA-seq
O X bS5 REFERRNA-Seqgfi#tT / Eukaryotic directional RNA-seq (strand-specific)

[ M= RNA-Seqf##fr / Eukaryotic low input RNA-seq
O R%EYIRNA-Seqf##fr / Prokaryotic RNA-seq

[J Others :
prE
Model m Novaseq X Plus [ ] Novaseq 6000 [ 1 DNB seq
F—AHE/RAK
Data output | 6 Gb / Sample ] M PE reads / Sample [] M SE reasds / Sample
(1 No raw data only
—_ e m Yes O ZES—SEF (U I 7L >XH D) Standard Analysis
T_ q: " . . .
_ _ mFE=E>—5F T (VU IJ7L>XH D) Quantitative analysis
Bio Informatics * )
O EE7—FHT (UTJ7 L > X712 L) De novo analysis
[J Option [J Clean Data [ =ft / Others  ( )
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Delivery method *
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H > )VI&%k,/Detailed Sample information*

BT LB RNA : m Total RNA ] FFPE-RNA
/Sample Type * Others : ( )
H> 7 ) LOIREE m RNase-free ddH,0 [ TE Buffer =~ [J Dissolved in Alcohol [ Lyophilized (FRAZEZ)E)
//Sample Status * O Others : ( )
BLIVER (5o Iug (F1—T%) 2
Sample Information * | /Number of Samples *
EIfCES8ZERIT DL, INARICHK
EIDdDZLIC, ARLFET,.
//Use up the sample if necessary? W Yes
And, Disposal of the sample after 1 month since
the completion of project *
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LIS —bDF1-TRBRESEDVWELELSTZT)IL (Fa1—T) OEBMRE—HITDROIBENNZLET,
Fa1—JEEE s sk BT IVEE RE PCR product e
# (Bl Species * Source * (ng/ul) (uh Barcode Size (bp) Remark
Sample name * Concentration * Volume *
1 SampleA Mus musculus ear 40 25
2 SampleB Mus musculus ear 50 20
3
4
5
6
7
8
9
10
11
12
13
14
15
16
17
18
19
20
21

(SRAE L Iz miL s &)

(Please specify if any)

TOf, BT IVICET BEEER

What pre-treatment was/were done with the samples
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