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1, POLARIX Study: Herrera et al. Blood 2022; 140: 1297 - 1300.
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1, POLARIX Study: Herrera et al. Blood 2022; 140: 1297 - 1300.
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Genes known to be associated with NHL
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1, POLARIX Study: Herrera et al. Blood 2022; 140: 1297 - 1300.
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BL - Burkitt lymphoma

FL - Follicular lymphoma
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CLL - Chronic lymphocytic leukemia

DLBCL - Diffuse large B-cell lymphoma

MCL - Mantle cell lymphoma

MZL - Marginal zone lymphoma
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@ PMBL - Primary mediastinal B-cell lymphoma
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1 White Paper
Longitudinal detection of non-Hodgin lymphoma ctDNA

The KAPA HyperCap Design Share NHL Panel
enables highly sensitive, longitudinal detection of
non-Hodgkin lymphoma circulating tumor DNA
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KAPA Bioinformatics Analysis
for Longitudinal Detection of
Circulating Tumor DNA

1. Bermejo C, Agarwal P, Chien R et al. The KAPA HyperCap Design Share NHL Panel enables highly sensitive, longitudinal detection of non-Hodgkin
lymphoma circulating tumor DNA. Roche white paper. MC--11981. Accessed 22 June, 2023.
2. Chien, R. KAPA bioinformatics analysis for longitudinal detection of circulating tumor DNA. Roche white paper. MC--12095. Accessed 22 June, 2023.



MRD&EAT

gDNADH T NS5 3 EDIEE R ZERORE

Ty

T RSO/ UT R

1_I

1

CtDNADZE ERE

L]

CtDNADZEERRH “
SE—

—_L

ctDNA(+)
ctDNA(—)



ZEMNICT—H%ZBBIhD T K
7/ADNA:I/’5’\7Z%FL/7T_7OD|\:I -l

cfDNA® an B ¥l

A

gDNA cfDNA Key
— com. — _:__ — s 330F primer
e o ) 66F primer
R 4 o 4= R primer
—y e 05.0P m— ;65 bp J Amplification
— v &= 330 bp = — X .. .4umm 330 bp X  No amplification

Q-ratio (330/66) N5A>TybI>TILHROHMW DNA OEIGZEH!:
HMW©% = 1.106* normalized Q score - 0.16

1)

1>TyRDNAY>TIL50 nglc20ngDE D FDNANEALTWRIZE . EDCfDNAE30ngD#HERBTz8.

B(C50ngDcfDNAZ#IFED > TILET BIz(clE. #984ngZz T4 J SURARICFHERALET,

1, Saelee et al. J Mol Diagn. 2022; 566-575.
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Sample p-value decision \‘JUO?'?/ HﬁIE(uID‘F%O)
AF 0.5% 0.0001 100% positive 'faﬁﬁli‘tb\ﬁi

AF 0.1% 0.0001 100% positive . AFO 050/0&1000/0¥|JE

AF 0.05% 0.0001 100% positive -

AF 0.01% 0.0001-0.2858 83% positive

WT (AF 0%)

0.0031

-0.1217

100% negative
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VE T &



24KRAK
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0> 1%

07247737190 10X DNA #57°07° VI b-335%y b(cfDNA) RDKK 24 #—mam1—R518-497422
09217193001  KAPA NGS FFPE DNA QC Kit NGC 24 lﬁgogg)jgﬁgﬁéﬁ%p‘
07962347001 KAPA HyperPrep Library Preparation Kit NGC 24

08963835001 KAPA HyperPure Beads (5 mL) NGC 5ml

09329838001 KAPA UDI Primer Mixes, 97-192 NGC 96

09329862001 KAPA Universal UMI Adapter, 960 uL NGC 96

09075780001 KAPA HyperCapture Bead kit NGC 24

09052593001 KAPA HyperChoice MAX 3Mb T1 (IRN: 1000028225) NGC 24 NHL/CRILOAAR
09075810001 KAPA HyperCapture Reagent kit NGC 24

09075879001 KAPA Probes resuspension buffer, 1 mL NGC 1ml

0> 1 REUNOKEZE

forward primers 66F: 5'-TTGCGGAAGTCAGTGTGG-3'
forward primers 330F: 5'-CAAACAACCCCATCAAAAAGTG-3'
reverse primer, 5'-GATGGCTGGGTCAAATGGTA-3'

Qubit (Quant-iT dsDNA High-Sensitivity Assay Kit, Thermo Fisher Scientific)
Bioanalyzer (High Sensitivity, Agilent Technologies)

96/ 5. BIBEDAIBIEVET
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09189823001 KAPA NGS DNA Extraction Kit

07962401001 KAPA HyperPlus Library Preparation Kit NGC 24
08963835001 KAPA HyperPure Beads (5 mL) NGC 5ml
09329838001 KAPA UDI Primer Mixes, 97-192 NGC 96
09329862001 KAPA Universal UMI Adapter, 960 uL NGC 96
09075780001 KAPA HyperCapture Bead kit NGC 24
09052593001 KAPA HyperChoice MAX 3Mb T1 (IRN: 1000028225) NGC 24 NHL/CRILOAAR
09075810001 KAPA HyperCapture Reagent kit NGC 24
09075879001 KAPA Probes resuspension buffer, 1 mL NGC 1ml

0> 1R EUANOE IR

«  Qubit (Quant-iT dsDNA High-Sensitivity Assay Kit, Thermo Fisher Scientific) 96 ILE. RIBEYAAEEVET

« Bioanalyzer (High Sensitivity, Agilent Technologies)
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https://sequencing.roche.com/global/en/products/group/kapa-hypercap-ds-nhl-panel.html
https://sequencing.roche.com/global/en/products/group/design-share.html
https://sequencing.roche.com/content/dam/diagnostics_microsites/sequencing/master-blueprint/en/resources/pdfs/brochures/kapa-hypercap-ds-nhl-panel-brochure-mc--12092.pdf
https://sequencing.roche.com/content/dam/diagnostics_microsites/sequencing/master-blueprint/en/resources/pdfs/white-papers/longitudinal-detection-of-circulating-tumor-dna-white-paper-mc--11981.pdf
https://sequencing.roche.com/content/dam/diagnostics_microsites/sequencing/master-blueprint/en/resources/pdfs/white-papers/kapa-bioinformatics-analysis-for-longitudinal-detection-of-circulating-tumor-dna-white-paper-mc--12095.pdf
https://www.brighttalk.com/webcast/12161/601292
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1, POLARIX Study: Herrera et al. Blood 2022; 140: 1297 - 1300. 20
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1. Bermejo C, Agarwal P, Chien R et al. The KAPA HyperCap Design Share NHL Panel enables highly sensitive, longitudinal detection of non-Hodgkin
lymphoma circulating tumor DNA. Roche white paper. MC--11981. Accessed 22 June, 2023.

2. Chien, R. KAPA bioinformatics analysis for longitudinal detection of circulating tumor DNA. Roche white paper. MC--12095. Accessed 22 June, 2023.

21



Doing now what patients need next



